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ERp57 and PDI

Â Thiol-disulfide oxidoreductase activity

Â Contain four thioredoxin-like domains of ~100 aa 

Ã Two catalytically active domains (a and aô) with two cysteines 

in each active site  xCxxCx.

Ã Two inactive central domains (b and b') with thioredoxin-fold 

but without catalytic cysteines

PDI
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PDI family

Â Large number of ER 

disulfide isomerases   

WHY?

Â Composed of 

catalytic thioredoxin-

like domains - CXXC

Â Non-catalytic 

thioredoxin-like 

domains are linkers 

and act to bind 

substrate
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Protein refolding and disulfide 
bond formation

Â Protein folding requires 

correct disulfide bonds

Â Protein disulfide 

isomerases catalize the 

oxidation and 

isomerization of S-S 

bonds
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