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ERp57 and PDI

A Thiol-disulfide oxidoreductase activity

A Contain four thioredoxin-like domains of ~100 aa

Two catalytically active domains (a and a Yowith two cysteines
In each active site XCxxCx.

Two inactive central domains (b and b') with thioredoxin-fold
but without catalytic cysteines
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Protein refolding and disulfide
bond formation
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A Protein folding requires
correct disulfide bonds

A Protein disulfide
Isomerases catalize the
oxidation and
Isomerization of S-S
bonds
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ERp57 Is substrate specific
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Calnexin is an ER chaperone
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Schrag, Cygler, Mol. Cell (2001)



ERp57 / PDI chimeras

* = crosslinks to calreticulin
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A ldentification of b' domain as the calnexin /
calreticulin binding site

Russell et al, JBC 2004



The tip of the P-domain binds ERp57
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10.0 9.0 8.0 7.0 5.'0 ppm Calnexin - Pollack et al, EMBO J 2004
1
H Calreticulin - Frickel et al, PNAS 2002



